Cluster: 0069 mmp; resid: 0.66 0.54 0.61 0.62; r/c: 28/57
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| | log10(P) upstream mere log10(P.clust)=NA; 28 segs; 27 uni
—0.96ntaining formylmethanofuran dehydrogenase subunit C: MMPO51
-0.77 —= — hypothetical pfotein: MMP1130
-066 —MmMmMm ——————— —hypothetical-protein: NINIROISS
-049 -———————— ——hypotheticalpfBtein: MIMBOES2
-0.44 tRNA-Arg: RNA 10
-0.36 -_— —RNA—Me ERNAESS
-0.29 —————~reptication-factor-CHarge-subunit: MMROS22
-0.27 hyputhct;\.’al pIUtC;II: MMP0469
-0.24 MotA/TolQ/ExbB-proton-channel: MMP0491
A A A A -0.18 — — — — = hypothetieatprotein: MMPO328
-0.17 endentpyridinenucleotidesdistiphide-oxidorettictase: MNRISS2
+—OT T T -0.17 ——————N-acetyltransferase refated-protein: MMPIUSA
i CQ :!- T—]’cn MAQ I e T A -0.16 —melybdentrm-ABCtransparter AFP—binding-proteir: NININESED
-0.16 == —cherismate synthase: MMP1333
-0.12 ————MarRfamily-transeriptionat-regutator: NMIMBORSD
an CMMmﬁlapmsz -0.11 ———————————===————hypothetical protein: MVR0OISA
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rfeB MM 13ﬁ/|2’v”30491 tRNA-Argl -0.10 = hypothetical-protein: MMPO765
-010————— ———ferredoxin: MMP0832
mede 0765 MMRO19%Mpo787 —0.10 ———————arsenite—activated-ATPase-ArsA: MINBOIES
fmdC -0.0'N6 adenine-specific DNA methyltransferase, D12 class: MMP0735
IMPRO887 MMRO005, o —0.06 ————————— —==—hypotheti€alFrotein: MMRISEND
asA  MMR0832 -0.06 ————————— hypothetiCatProtein: NINMEISES
-0.05 —stressresponsive alpha—betabarrel-domaifi"protein: MVMP0O887
V'M“%S mmpo7as  “MROBS2gigP 0 05 hypothetical protein: MMP0752
MMRO134 MMP0741 -0.04 alpha—glucan-phosphorylase: MMP1220
tRNA=Met3 -0.04 — hypothetical protein: MMP0741
MMmﬁﬂmgggAmm g -0.02 ———— = hypothetical protein: MMPO00S
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