Cluster: 0068 mmp; resid: 0.58 0.34 0.35 0.29; r/c: 36/64

2999

10 Jan 15 15:02:38 iter=
cMonkey Version 4.3.5 mmp
0
——
—_

0 LY
| | b \J/\\ /\
T (il

I I I I I
20 40 60 80 100

upstream meme PSSM #1; e=12 upstream meme PSSM #2; e=6.3e+03

2

I9£1150(P) upstream meme IoglO(P.cIust)=Ntﬁ;'\ﬁ§_ﬁg_sh§\?AurEg
— — fe’r"r‘@b)gﬁ? MMP1329

=
O
N
I

0.80
0.54
0.54
0.39
0.30
0.24
-0.11 t et
-0.11 - hypothetical-protein: MMP1378
-0.11 exodeoxyribonuclease VIl small subunit: MMP0731
-|- :8%% — hypothetical protein. MMP0843
T -0.05 —erredoxin-oxidoreductase; delta (I_?erredoxjn% Subunit: MMP1687
T T [0 T -0.05 —GTP-bindin E[))f't!'l:em: MMP1290
(EA C AAAG —0.05 —aspartyl/glutamyl—tRNA-amidotransferase-subunit C: MMPO575
1 6 1 16 21 1 3 5 7 9 11 -0.05 hypothetical-protein:
_003 hyputhctlbai U Utcll I: m
-0.03 — R NA-AGERNATIS
MvipLAROffER0592 -0.03 ypothetical-protein: MMPIB99
MMR0962 MMP1378 MMP1290 :88% Ty Jut IC: carpn Utc LLH m
T MRLZEMMROSSS 00T 430 non—reducing hydleREnace Subumt: MIMBIESS
|’p| e tRNA_Alaz kuD _001 L " N IIX'.'I_UI.IIIrEI.Ib\G EI Ul II: m
MMP0736 MmaesR0O -0.01 =t feaoXi—tyPeTe(CYyS) Q}.Il otet .m
MMP1699  \ivipi, -0.01 —tRNA=CYSERNAZ28
Gys il f8RA-Val2 0.01 hypothetical-protein; MMPO0724
MMRO461 tRNA-AL: —0.00 —_—_———ER"H |A—A ITERNAES
VMRO447 MMP1329 o\ (MMPO724 O S /04 S~ 2
MMPO7SL o _888 —_—— “hypothetical pro QIEA}\%M%’\{'%\B%
MMR1000 —0. : e
MMR0246MMPQ&{ dhg- His1 tRNAeCys1 —RI.RO yz’?nc'ﬁﬂg‘ér Bro ein: MMP0962
MMPI’\jEAl s gg‘EZ NA . —hypothetical pratein: MMP1000
== string -200 -100 -1



