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Cluster: 0065 mmp; resid: 0.22 0.44 0.43 0.39; r/c: 22/56
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upstream meme PSSM #1; e=0.00038
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upstream meme PSSM #2; e=7.4e+03
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ftsY

MMP0988
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MMP1703

MMP0111
ndk

MMP0286MMP0546

MMP0622
MMP0709

dop
MMP0851

MMP1256 string
operons −200 −100 −1

hypothetical protein: MMP0480NA
galdehyde dehydrogenase: MMP1423−0.00
N−glycosylase/DNA lyase: MMP0304−0.00

oxidoreductase family protein member subunit alpha: MMP0306−0.00
nucleoside−diphosphate kinase: MMP0283−0.01

hypothetical protein: MMP1703−0.01
hypothetical protein: MMP0237−0.02

ABC transporter ATPase: MMP0635−0.02
hypothetical protein: MMP0535−0.02
hypothetical protein: MMP1450−0.03
hypothetical protein: MMP0111−0.04
hypothetical protein: MMP0709−0.06
hypothetical protein: MMP0286−0.09

ADP−ribosylation/crystallin J1: MMP0622−0.12
chymotrypsin serine protease: MMP0785−0.12

signal recognition particle−docking protein FtsY: MMP0683−0.19
hypothetical protein: MMP1256−0.52
ExsB family protein: MMP1590−0.55

RNA methyltransferase related protein: MMP0988−0.68
hypothetical protein: MMP0851−0.89
hypothetical protein: MMP0497−2.62

AMMECR1 domain protein: MMP0546−2.62
log10(P) upstream meme1 2 log10(P.clust)=NA; 22 seqs; 21 uniq
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