Cluster: 0065 mmp; resid: 0.22 0.44 0.43 0.39; r/c: 22/56

ﬁ-_
Do
SE
NE

~—
=10
Lo
o<
N0 c
Ao
0
0o
2 o\
g ° ”\‘s\'\
c< \
TS \/
2 \/l
o= »!
- ©

I
ol ¥

ZAN\N

N

ST
—=

/
X R

Za

e,
S—74

&4‘4-&.
L=

——

— DX A\

BT/ 2N

=

=

—

Ipstream meme PSSM #1; e=0.00038upstream meme PSSM #2; e=7.4e+03

20 40
. log10(P) upstream megme log10(P.clust)=NA; 22 segs; 21 uniq
-2.62 — = AMMECR-domain-pfBtein: IS
-2.62 hypothetical piﬁe‘iﬁ' MMP0497

-0.89 — = ———

-0.55

eifr: NINIROSSD

—-0.68 RNA methyltransferase related prBtein: MMP0988

i

1 5 7 9 1113 15 17 19

l
(e

ExsB-famit tein: MVIP1590
CASD Iallllly PIULCIII.

-0.52 =——hypotheticatprotein: NNIEIR2ES
-0.19 signal recognition particle—docking protein FtsY: MMP0683

se: MMPO785

-0.06 —————hypetheticat-protein: VINROZES
MMROSARVR0286 -0.04 L L hypothetical-protein: MMPO111
MMP0635 -0.03 hypathetical-protein: MMP1450
MMRO535 -2 ——- —hypotheticat-protein: HIENEED
fSY | MRO23MMRO497 MT/&Q4 -0.02 ABC transporter ATPase: MMP0635
-0.02 hypothetical-protein: MMP0237
MPL23 e MMRO3T 0,01 © Typothetigal protein: MMP1703

MMRO622 . "
MMRO709 -0.01 nucleoside—diphosphate kiffase: MMP0283
VIMROB51 ehaC  -0.00 —exidoreductase-famity proteifrmember-stubunit Mpha: HNIENEEE
dep \ MRO480 -0.00 = N-glycosytase/DNA-Jase: MMP0304
MMP0988 MMPR1590  _0.00 galdehyde dehydrogenase: MMP1423
MMRO111 MMRBIZES gring NA L 1 hypothetical-protein: MINIPOZ80

ke operons -200 -100

-1



