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Cluster: 0061 mmp; resid: 0.66 0.57 0.64 0.46; r/c: 26/57
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upstream meme PSSM #1; e=6.1
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aIF6
MMP0093

argG
MMP0074

rpoF

MMP0382

aIF2_alpha

MMP1357
MMP1359

MMP0149

MMP0203

hypD
aroQ

MMP0807

MMP0935

MMP1083

MMP1107

MMP0032

MMP0084

mtaP

MMP0618

MMP1020
thiM

MMP1275
smc1

MMP1538

string
operons −200 −100 −1

translation initiation factor IF−2 subunit alpha: MMP1707−0.01
transporter component: MMP1538−0.01

hypothetical protein: MMP0203−0.02
carboxymuconolactone decarboxylase related protein: MMP0807−0.02

hypothetical protein: MMP0074−0.02
hypothetical protein: MMP1275−0.02

putative RNA methylase: MMP0149−0.02
putative ATPase RIL: MMP0382−0.03

hydrogenase expression/formation protein HypD: MMP0289−0.03
imidazole glycerol phosphate synthase subunit HisF: MMP1083−0.03

Signal recognition particle protein SRP19: MMP1107−0.03
DNA−directed RNA polymerase subunit F: MMP0092−0.03

50S ribosomal protein L21e: MMP0093−0.03
5'−methylthioadenosine phosphorylase: MMP0185−0.03

hydroxyethylthiazole kinase: MMP1138−0.06
hypothetical protein: MMP0618−0.07
chorismate mutase: MMP0578−0.08
hypothetical protein: MMP0084−0.14

structural maintenance of chromosome protein: MMP1397−0.14
thiamineS protein: MMP1357−0.17

hypothetical protein: MMP1359−0.17
translation initiation factor IF−6: MMP0061−0.38

hypothetical protein: MMP0935−0.39
transcription regulator ArsR: MMP0032−0.39

hypothetical protein: MMP1020−0.39
argininosuccinate synthase: MMP0073−0.89

log10(P) upstream meme1 2 log10(P.clust)=NA; 26 seqs; 24 uniq
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