Cluster: 0059 mmp; resid: 0.42 0.51 0.44 0.26; r/c: 25/57
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Ipstream meme PSSM #1; e=1.2e-05upstream meme PSSM #2; e=1.4e+04
I - log10(P) upstream meme log10(P.clust)=NA,; 25 segs; 24 unig
-1.70 blue (typel) copper-domain—containing prUtem MMP0997
-1.52 hypothetical protein: MMP0701
-0.52 ——————————MiP-famity channetpiBtein: NNIEIEES
-0.52 ———————=——————————hypothetical p/Btein: MNMP0961
-0.47 P—type-ftransporting), HAD-stperfamity.—subfamily 1€ NSNS
-0.28 =—fumarate-hydratase: MMPO130
-0.15 —oxidoreductase-family-protéiffmember-subunit-dipha: MVMP0306
-0.13 ||ypuu|cu\.a‘| pfe'te'lﬁ- MMP1648
C MAAC -0.13 dimethyladainosine-transferase: NINIEOSSH
-0.12 = hypothetical-pretein: MMP0335
Ao | | -0.10 ——————— ——— ————hypetheticatprotein: MNIRIESN
1 2 3 4 5 6 1 6 11 16 -0.10 = major-facilitator-transporter- MINIRIGSHE
-0.10 ————=—————====Hgpotheticat-pBtein: NNININNS
Vivp1odIMP0996 —8 ig chymotrypsin-serine prof@ase: MMP0785
kagA -0.10 ———————hypetheticat-protein: MINMEO282
MMRO44S  \1R1648 . —882 ———————————hypotheticatprilein: MNIE0AAS
-0.05 ————glyeoside-hydrotase-family protein: MNIRI280
MMRoge3 ™A MMPR1291 -0.05 ———————— " hypethetical pfotein: MMPOI96
iMPD961 MMR0232 MMPO75  —0.05 —— ————hypotheticatpfBtein:- MNIEONSD
MMR1636 MMR1637 -0.03 -€BS-domain—containing pritein: MINENENS
.00 —————— hypothetical-prBtein: MNIR0220
IMPOTOL MMR0194 . fumA 888 " i ein:
% transporting . o = ypothetical-protein: MMP1256
MM 241 ypel MMP0335 0.00 nitrdgen-regutatory-protein-P—H: MMP0854
0.00 hypothefftal protein: MMP0753

MMR0306 Nifil_ NA ntaining-formylmethanofuran dehydrogenase, subunit A: MMP1248
MMROB3 = Gt ~200 ~100 -1



