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Cluster: 0059 mmp; resid: 0.42 0.51 0.44 0.26; r/c: 25/57
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upstream meme PSSM #1; e=1.2e−05
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MMP0701

MMP0961

MMP0963

MMP0194

MMP0232

MMP0306

MMP0335

MMP0753

dop

NifI1

MMP0996

type1

fwdA

MMP1256

fumA

MMP0445

transporting

MMP0863

ksgA

MMP1291

MMP1636 MMP1637

MMP1648

string
operons −200 −100 −1

ntaining formylmethanofuran dehydrogenase, subunit A: MMP1248NA
hypothetical protein: MMP07530.00

nitrogen regulatory protein P−II: MMP08540.00
hypothetical protein: MMP12560.00
hypothetical protein: MMP02410.00

CBS domain−containing protein: MMP0863−0.03
hypothetical protein: MMP0194−0.05
hypothetical protein: MMP0996−0.05

glycoside hydrolase family protein: MMP1291−0.05
hypothetical protein: MMP0445−0.08
hypothetical protein: MMP0232−0.10

chymotrypsin serine protease: MMP0785−0.10
hypothetical protein: MMP0913−0.10

major facilitator transporter: MMP1636−0.10
hypothetical protein: MMP1637−0.10
hypothetical protein: MMP0335−0.12

dimethyladenosine transferase: MMP0987−0.13
hypothetical protein: MMP1648−0.13

oxidoreductase family protein member subunit alpha: MMP0306−0.15
fumarate hydratase: MMP0130−0.28

P−type (transporting), HAD superfamily, subfamily IC: MMP0710−0.47
hypothetical protein: MMP0961−0.52

MIP family channel protein: MMP0963−0.52
hypothetical protein: MMP0701−1.52

blue (type1) copper domain−containing protein: MMP0997−1.70
log10(P) upstream meme1 2 log10(P.clust)=NA; 25 seqs; 24 uniq
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