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-0.46 - methyltransferase: MMP1179
-0.46 - hypothetical protein: MMP0790
-0.40 —==—methyltransferase-type 11 VIVIRI5S29
-0.40 ——=——=———generat-substrate-transporter: NINIEENESD
-0.40 = hypotheticat-pretein: NINIEOINS
-0.40 = = sugar efflux tr&hsporter: MMP0796
-0.40 —— = Tatb—related-deoxyribonuclease: MIMROS56
-0.28 = hypothetical protein: MMP0784
-0.15 eir: NINIESNSS
-0.15 — rilonuctease H-family-protein: MMPI526
-0.15 polysaccharide-biosynthesis-protein: MMP0896
-0.15 TPR repeat—containing-protein: MMP0895
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-0.05 ——— irontranspert-system-bindingpretein: MNIRIISD
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MMP1179  MMROS56  \,uepgc —@dENZyme-F420—non-reducing-hydrogenase-subunit-alpha: MMP0823
treD cek0byme-F420—non—-reducing-hydrogenase-subunit-gamma: MMP0822
"hsz e -0.05 -coenzyme F420-reducing hydrogenase subunit delta: MMP0819
vheG koso —0.05 hypothetical-protein: MMP0808
MMR1529 -0.05 - hypothetical protein: MMP0O772
MMRo173  MMBAL -005 —m——————— hypotheticat-pfotein: MMPO563
-0.03 T I eir: NINIROHNS
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