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Cluster: 0054 mmp; resid: 0.37 0.53 0.68 0.38; r/c: 28/57

x.range

upstream meme PSSM #1; e=3.1e+03

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.6e+04
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string
operons −200 −100 −1

nitrogenase MoFe cofactor biosynthesis protein NifE: MMP0858−0.01
hypothetical protein: MMP0345−0.01

major facilitator transporter: MMP0099−0.02
phosphoribosylamine−−glycine ligase: MMP0392−0.02

S−layer protein: MMP0383−0.03
hypothetical protein: MMP0355−0.10

bacitracin resistance protein BacA: MMP1144−0.10
asparagine synthase (glutamine−hydrolyzing): MMP0918−0.11

H+−transporting two−sector ATPase, A subunit: MMP0408−0.12
TetR family transcriptional regulator: MMP1023−0.14

methyltransferase related protein: MMP1307−0.19
thiamine−phosphate pyrophosphorylase: MMP1139−0.26

CheC, inhibitor of MCP methylation: MMP0932−0.27
ribosylaminoimidazole carboxylase, catalytic subunit: MMP0282−0.34

putative phage infection protein: MMP0922−0.34
CheA signal transduction histidine kinase: MMP0927−0.34

chemotaxis protein CheW: MMP0925−0.34
nse regulator receiver modulated CheB methylesterase: MMP0926−0.34

hypothetical protein: MMP0342−0.40
droxyglutaryl−CoA dehydratase subunit A−like protein: MMP0349−0.41
acetyltransferase/N−acetylglutamate synthase protein: MMP0897−0.52

glucose−methanol−choline oxidoreductase: MMP0409−0.54
glycosyl transferase: MMP0090−0.70

membrane−bound metal−dependent hydrolase: MMP0124−0.85
omutase/phosphomannomutase:calcium− bin ding EF−hand: MMP1077−0.85

uroporphyrinogen III synthase: MMP0394−1.10
amino acid−binding ACT domain protein: MMP1701−1.21

aspartyl−tRNA synthetase: MMP1616−1.55
log10(P) upstream meme1 2 log10(P.clust)=NA; 28 seqs; 25 uniq
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