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Cluster: 0051 mmp; resid: 0.60 0.56 0.64 0.39; r/c: 27/58

i

—
VA5,

T o ——

—

— :“ V | ’/
' g
| ,
|
I I I I I
20 40 60 80 100
upstream meme PSSM #1; e=280 upstream meme PSSM #2; e=1.3e+04
. . log10(P) upstream meme lo 10‘P clust)=NA; 27 segs; 25 uniq
-1.80 - ySyl—tRNA synthetase MMP1318
-146 —M8M————— ein: MINMIZOSE8
_135 = ||ypuLh‘eHCa‘| pl’ﬂ{e'lﬁ- —
-0.96 ein: MMP1531
_096 L] IIICth;UIIIIIC culmlupcpuuase'_

[y

TT

ol =TC

11

-0.74 - - = hypothetical protein: MMP0910
-0.36 et MMP1392
_0-36 CI iasc. _
-0.36 hypothetical-protein: MMP1263
-0.36 DP—diacylglycerol—serine-O—phosphatidyltransferase: MMP1171
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