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Cluster: 0051 mmp; resid: 0.60 0.56 0.64 0.39; r/c: 27/58
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upstream meme PSSM #1; e=280
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MMP0636

MMP1030

kamA

yodP

lysS

adkA

MMP1346

MMP1348

MMP1531

MMP0368

MMP0390

MMP0415

argJ

MMP0910

dapF

MMP1029

MMP1085

MMP1142pssA

MMP1263

MMP1328

MMP1342

MMP1357MMP1392

MMP1444

modA

MMP1335

string
operons −200 −100 −1

GCN5−related N−acetyltransferase: MMP0862−0.00
lysine 2,3−aminomutase: MMP0861−0.00

diaminopimelate epimerase: MMP0917−0.01
hypothetical protein: MMP0636−0.02

metallophosphoesterase: MMP1142−0.02
hypothetical protein: MMP1342−0.02

ix−loop−helix dimerization domain−containing protein: MMP1346−0.02
hypothetical protein: MMP1348−0.02

thiamineS protein: MMP1357−0.02
hypothetical protein: MMP1085−0.03
hypothetical protein: MMP1111−0.08
hypothetical protein: MMP1030−0.09

adenylate kinase: MMP1031−0.09
hypothetical protein: MMP1029−0.14
mevalonate kinase: MMP1335−0.14

O−sialoglycoprotein endopeptidase/protein kinase: MMP0415−0.19
acetyltransferase/N−acetylglutamate synthase protein: MMP0897−0.32

CDP−diacylglycerol−−serine O−phosphatidyltransferase: MMP1171−0.36
hypothetical protein: MMP1263−0.36

enolase: MMP1328−0.36
hypothetical protein: MMP1392−0.36
hypothetical protein: MMP0910−0.74

methionine aminopeptidase: MMP1444−0.96
hypothetical protein: MMP1531−0.96
hypothetical protein: MMP0390−1.35
hypothetical protein: MMP0368−1.46

lysyl−tRNA synthetase: MMP1318−1.80
log10(P) upstream meme1 2 log10(P.clust)=NA; 27 seqs; 25 uniq
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