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Cluster: 0047 mmp; resid: 0.71 0.52 0.71 0.42; r/c: 24/55

x.range

upstream meme PSSM #1; e=200

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 161 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=910

1 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 6
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● MMP0165

MMP0166

MMP0272

comA
MMP0199

MMP0631

MMP0666

MMP0674

MMP0793

MMP0801

cdhB

MMP0990

leuA

MMP1283

ftsz2

MMP1657

MMP1679

MMP1721

tRNA−Met3

tRNA−Ala2

MMP0826

MMP0843

ehbA

MMP1656

string
operons −200 −100 −1

hypothetical protein: MMP08260.00
hypothetical protein: MMP08430.00

Na/Pi−cotransporter II−related protein: MMP0666−0.01
hypothetical protein: MMP0801−0.01
hypothetical protein: MMP0199−0.02
hypothetical protein: MMP0793−0.03

helix−turn−helix DNA binding protein: MMP0674−0.05
hypothetical protein: MMP1283−0.07

2−isopropylmalate synthase: MMP1063−0.08
hypothetical protein: MMP0990−0.09
hypothetical protein: MMP1679−0.09

ABC transporter ATPase: MMP0272−0.15
phosphosulfolactate synthase: MMP0273−0.15

etyl−CoA decarbonylase/synthase complex subunit beta: MMP0983−0.15
hypothetical protein: MMP1721−0.15
hypothetical protein: MMP1657−0.23

ABC transporter: MMP0165−0.34
MATE family drug/sodium antiporter: MMP0166−0.34

putatuve iron dependent repressor: MMP0631−0.36
cell division protein FtsZ: MMP1500−0.44

putative monovalent cation/H+ antiporter subunit E: MMP1469−0.68
tRNA−Met: RNA_33−1.70

tRNA−Ala: RNA_8−1.70
glutamine amidotransferase subunit PdxT: MMP1656−2.44

log10(P) upstream meme1 2 log10(P.clust)=NA; 24 seqs; 22 uniq
c(0.5, 2.5)
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