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Cluster: 0046 mmp; resid: 0.44 0.34 0.50 0.23; r/c: 16/57

x.range

upstream meme PSSM #1; e=580

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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upstream meme PSSM #2; e=4.3e+03

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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MMP0226

nrdD

MMP0888

MMP0889

atpC

atpD

MMP1096

MMP1304

MMP1305

MMP0039

MMP0218 MMP0230

MMP0239

MMP0756

asnB

ehaT

string
operons −200 −100 −1

hypothetical protein: MMP0756−0.00

cobalt transport protein CbiN: MMP0888−0.00

V−type ATP synthase subunit C: MMP1042−0.00

V−type ATP synthase subunit D: MMP1046−0.00

response regulator receiver protein: MMP1304−0.00

cobalt transport protein CbiM: MMP0889−0.00

metal dependent phosphohydrolase: MMP0230−0.01

hypothetical protein: MMP1467−0.01

anaerobic ribonucleoside−triphosphate reductase: MMP0227−0.05

hypothetical protein: MMP0218−0.06

hypothetical protein: MMP1305−0.09

ExsB family transcriptional regulator: MMP0226−0.10

phosphate ABC transporter inner membrane protein: MMP1096−0.24

hypothetical protein: MMP0039−0.41

asparagine synthase (glutamine−hydrolyzing): MMP0918−0.41

hypothetical protein: MMP0239−0.64

log10(P) upstream meme1 2 log10(P.clust)=NA; 16 seqs; 14 uniq
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