
20 40 60 80 100

−
3

−
2

−
1

0
1

2
3

Cluster: 0045 mmp; resid: 0.50 0.42 0.49 0.24; r/c: 26/57

x.range

upstream meme PSSM #1; e=1.1

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=3.2e+03

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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MMP0364MMP0370

mtd

MMP0373

MMP0376
MMP0377

MMP1252

MMP0413
cheB

cheY
MMP0931

flaI

MMP1665

flaB1
flaB2

flaD
flaB3

flaC flaE
flaG

flaJ

flaF

MMP0343

MMP0395

MMP0276
MMP1719

string
operons −200 −100 −1

hypothetical protein: MMP0395−0.00
HEAT domain containing protein: MMP1665−0.00

hypothetical protein: MMP0364−0.01
ndent methylenetetrahydromethanopterin dehydrogenase: MMP0372−0.01

response regulator receiver protein: MMP0933−0.03
CheC, inhibitor of MCP methylation: MMP0931−0.03

flagellin: MMP1666−0.03
flagellin: MMP1667−0.03
flagellin: MMP1668−0.03

flagella accessory C family protein: MMP1669−0.03
flagella protein: MMP1670−0.03
flagella protein: MMP1671−0.03

flagellar protein F: MMP1672−0.03
flagellar protein G: MMP1673−0.03

type II secretion system protein E: MMP1675−0.03
flagellar assembly protein J: MMP1676−0.03

hypothetical protein: MMP0343−0.04
ATP dependent DNA ligase: MMP0376−0.04

isoleucyl−tRNA synthetase related: MMP0377−0.04
hypothetical protein: MMP0276−0.09

CBS domain−containing protein: MMP1252−0.28
hypothetical protein: MMP0370−0.29
hypothetical protein: MMP0413−0.47
hypothetical protein: MMP1719−0.60

nse regulator receiver modulated CheB methylesterase: MMP0926−0.66
hypothetical protein: MMP0373−0.80

log10(P) upstream meme1 2 log10(P.clust)=NA; 26 seqs; 15 uniq
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