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Cluster: 0040 mmp; resid: 0.55 0.37 0.50 0.20; r/c: 13/56

x.range

upstream meme PSSM #1; e=6.7e+03
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upstream meme PSSM #2; e=9.7e+03

1 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 7
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MMP0901

rpl3p

MMP0015

MMP0212

mobA

napA

top6A

MMP0661

MMP0670

proV

MMP0954

MMP0969

MMP1183

string −200 −100 −1

putative ATP binding related protein: MMP0661−0.01

hypothetical protein: MMP0969−0.01

ABC transporter ATPase: MMP0868−0.02

hypothetical protein: MMP0954−0.02

hypothetical protein: MMP0015−0.04

glycyl−tRNA synthetase: MMP0212−0.04

sodium/hydrogen exchanger: MMP0587−0.04

ATP/GTP−binding motif−containing protein: MMP0901−0.04

DNA topoisomerase VI subunit A: MMP1437−0.09

hypothetical protein: MMP0670−0.26

dopterin−guanine dinucleotide biosynthesis protein A: MMP0573−0.46

iron ABC transporter ATPase subunit: MMP1183−0.68

50S ribosomal protein L3P: MMP1543−7.74

log10(P) upstream meme1 2 log10(P.clust)=NA; 13 seqs; 13 uniq
c(0.5, 2.5)
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