Cluster: 0040 mmp; resid: 0.55 0.37 0.50 0.20; r/c: 13/56
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505 ribosomal'protein L3P: MMP1543
-0.68 ——gmmr————iron-ABE-transporter AFPase SlBunit: MIMPII83
-0.46 '@opterin-guanine dinucleotide BB8ynthesis protein A: MMP0573
-0.26 : hypothetical protein: MMP0670
-0.09 — DNA topoisomerase VF8ubunit A: MMP1437
-0.04 ———AFP/E&FP—binding-motif—containing-protein: MMP0901
-0.04 _— ﬂodium/hydrogen exchanger: MMP0587
-004-—glycy-tRNA synthetase: MMP0212
-0.04 hypothetical-protein: MMP0015
hypothetical protein: MMP0954
-0.02 ——————————————————ABC-transporter-ATPase- MMP0868
-0.01 hypothetical-protein: MMP0969

putative-ATP-binding related-protein: MMP0661
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