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Cluster: 0034 mmp; resid: 0.24 0.52 0.59 0.57; r/c: 31/58

x.range

upstream meme PSSM #1; e=490

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=7.6e+03

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8
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MMP0304MMP1540

MMP0321
MMP0337

MMP0950

MMP0949

trxB
cysShisS

sdhA

MMP1548

ehaF

ehaK
MMP0173

MMP0234

MMP0300

MMP0560

MMP0591

MMP0601

MMP0700

modA

MMP1144

cbiE
MMP0143

modB

MMP0242
MMP0313

MMP0526

MMP1055

MMP1376

MMP1490
string
operons −200 −100 −1

molybdenum ABC transporter, permease protein: MMP0206NA
hypothetical protein: MMP0526NA
hypothetical protein: MMP1111−0.01
hypothetical protein: MMP1540−0.01

endent pyridine nucleotide−disulphide oxidoreductase: MMP0959−0.01
hypothetical protein: MMP0173−0.01

cysteinyl−tRNA synthetase: MMP1060−0.01
hypothetical protein: MMP0143−0.01
hypothetical protein: MMP0321−0.02

ParR family transcriptional regulator: MMP0700−0.02
hypothetical protein: MMP0337−0.03
hypothetical protein: MMP0300−0.04

SAM−binding motif−containing protein: MMP0560−0.04
hypothetical protein: MMP0601−0.04

bacitracin resistance protein BacA: MMP1144−0.05
hypothetical protein: MMP1055−0.05
hypothetical protein: MMP0313−0.06

ATP/GTP−binding motif−containing protein: MMP1490−0.06
tRNA CCA−pyrophosphorylase: MMP0949−0.07

hypothetical protein: MMP0950−0.07
hypothetical protein: MMP0591−0.08

Fe−S type hydro−lyase tartrate/fumarate beta region: MMP1548−0.09
histidyl−tRNA synthetase: MMP1614−0.09

hypothetical protein: MMP0234−0.10
phage shock protein C, PspC: MMP1376−0.21

hypothetical protein: MMP0242−0.42
N−glycosylase/DNA lyase: MMP0304−0.43

succinate dehydrogenase flavoprotein subunit: MMP1277−0.44
hypothetical protein: MMP1453−1.05
hypothetical protein: MMP1458−1.05

cobalt−precorrin−6Y C(5)−methyltransferase: MMP1227−9.44
log10(P) upstream meme log10(P.clust)=NA; 31 seqs; 29 uniq
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