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Cluster: 0031 mmp; resid: 0.32 0.66 0.71 0.44; r/c: 28/57

x.range

upstream meme PSSM #1; e=550
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upstream meme PSSM #2; e=5e+03
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MMP1635

tRNA−Pro2

MMP0112

HIT

MMP0369MMP0655

MMP1049

yjlA

string
operons −200 −100 −1

hypothetical protein: MMP0369NA
Hef nuclease: MMP1395−0.00

formylmethanofuran dehydrogenase, subunit A: MMP0509−0.01
hypothetical protein: MMP1119−0.01

thiol (cysteine) protease: MMP1186−0.01
histidine triad (HIT) protein: MMP0331−0.01

hypothetical protein: MMP0800−0.02
thiamineS protein: MMP0655−0.04

multiple resistance and pH regulation protein F: MMP1049−0.04
omoserine−homoserine lactone exporter family protein: MMP0849−0.06

prolyl−tRNA synthetase: MMP0696−0.07
50S ribosomal protein L12P: MMP0258−0.07

hypothetical protein: MMP0978−0.07
cyclase family protein: MMP0128−0.10

hypothetical protein: MMP0360−0.10
RNAse P, Rpr2/Rpp21 subunit: MMP0921−0.14

DNA primase, small subunit: MMP0071−0.15
CO dehydrogenase maturation factor: MMP0977−0.17

putative transmembrane subunit of a hydrogenase: MMP1455−0.19
hypothetical protein: MMP1180−0.24

ribosomal LX protein: MMP0060−0.28
hypothetical protein: MMP0677−0.38

tRNA−Pro: RNA_17−0.43
hypothetical protein: MMP0243−0.60

redox−active disulfide protein 1: MMP1635−0.80
osphoglycerate−independent phosphoglycerate mutase 2: MMP0112−1.48

peptide methionine sulfoxide reductase: MMP0848−2.19
hypothetical protein: MMP0847−2.19

log10(P) upstream meme1 2 log10(P.clust)=NA; 28 seqs; 27 uniq
c(0.5, 2.5)
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