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Cluster: 0030 mmp; resid: 0.25 0.68 0.74 0.64; r/c: 26/57

x.range

upstream meme PSSM #1; e=3.1e+03
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upstream meme PSSM #2; e=5.8e+03

1 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 7
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MMP0978

MMP0979

MMP1619MMP1620

Mma−sR08

DP1

MMP0302

Cys

iorB1

leuB

LigT

MMP0639

MMP0646

MMP0826

MMP0903

selD
aIF−5A

MMP0965

MMP1228

MMP1615
tRNA−Arg2

NiFe
MMP0222

MMP0628

MMP1068

MMP1099

string
operons −200 −100 −1

Mma−sR08NA
selenophosphate synthetase: MMP0904−0.01

methanofuran dehydrogenase subunit E related protein: MMP0965−0.01
50S ribosomal protein L23E: MMP0639−0.04

hypothetical protein: MMP0979−0.04
rubredoxin−type Fe(Cys)4 protein: MMP0303−0.05

molybdenum cofactor biosynthesis protein MoeA: MMP1619−0.05
hypothetical protein: MMP1620−0.05

ted−protein:Sodium/calcium exchanger membrane region: MMP1068−0.06
hypothetical protein: MMP0302−0.07

isopropylmalate dehydrogenase/D−malate dehydrogenase: MMP0539−0.07
hypothetical protein: MMP0646−0.07
hypothetical protein: MMP0903−0.07

translation initiation factor IF−5A: MMP0952−0.07
phosphate transporter PhoU: MMP1099−0.07

hypothetical protein: MMP1615−0.07
indolepyruvate oxidoreductase subunit B: MMP0315−0.08

TOBE domain protein: MMP0628−0.08
(NiFe) hydrogenase maturation protein HypF: MMP0140−0.09

hypothetical protein: MMP0978−0.10
hypothetical protein: MMP0826−0.18

DNA polymerase II small subunit: MMP0008−0.28
hypothetical protein: MMP0222−0.29

2'−5' RNA ligase: MMP0612−0.30
tRNA−Arg: RNA_14−0.30

hypothetical protein: MMP1228−1.42
log10(P) upstream meme1 2 log10(P.clust)=NA; 26 seqs; 25 uniq
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