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Cluster: 0025 mmp; resid: 0.42 0.34 0.44 0.22; r/c: 11/57

x.range

upstream meme PSSM #1; e=100

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.6e+04

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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leuS

pheT

trpS
MMP0024

MMP0083

MMP1021

MMP1106

guaA

hisG

MMP1207

MMP1705

string −200 −100 −1

tryptophanyl−tRNA synthetase: MMP1592−0.02

ATPase: MMP0024−0.02

phenylalanyl−tRNA synthetase subunit beta: MMP1255−0.04

30S ribosomal protein S6e: MMP1207−0.04

leucyl−tRNA synthetase: MMP0697−0.05

ATP phosphoribosyltransferase: MMP0947−0.12

ydrogenase/dehydrogenase beta subunit domain protein: MMP0083−0.13

hypothetical protein: MMP1106−0.14

GMP synthase subunit A: MMP1445−0.15

creatininase: MMP1705−0.26

hypothetical protein: MMP1021−0.70

log10(P) upstream meme1 2 log10(P.clust)=NA; 11 seqs; 11 uniq
c(0.5, 2.5)
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