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Cluster: 0023 mmp; resid: 0.68 0.51 0.68 0.46; r/c: 27/56
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yqiX
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III

string
operons −200 −100 −1

beta−lactamase domain protein: MMP0118−0.00
hypothetical protein: MMP0604−0.01

cobalt transporter ATP−binding subunit: MMP1484−0.01
type iron(III) transport system, ATP binding protein: MMP0198−0.01
2−oxoacid ferredoxin oxidoreductase subunit beta: MMP0305−0.01

thymidine phosphorylase: MMP0327−0.01
hypothetical protein: MMP0329−0.01

precorrin−8X methylmutase: MMP0330−0.01
tryptophan synthase subunit alpha: MMP1002−0.03

anthranilate phosphoribosyltransferase: MMP1007−0.03
indole−3−glycerol−phosphate synthase: MMP1008−0.03

F420−non−reducing hydrogenase subunit delta: MMP1696−0.03
hypothetical protein: MMP0973−0.07

biotin−−acetyl−CoA−carboxylase ligase: MMP0119−0.14
hypothetical protein: MMP0607−0.15

RNA binding S1 domain protein: MMP1127−0.18
translation initiation factor IF−2 subunit beta: MMP0297−0.20

Sep−tRNA:Cys−tRNA synthetase: MMP1240−0.24
dimethyladenosine transferase: MMP0987−0.27

glutamate−binding protein: MMP1632−0.27
hypothetical protein: MMP1282−0.36

excinuclease ABC subunit A: MMP0729−0.43
M24 family metallopeptidase: MMP1204−0.43

oxoglutarate ferredoxin oxidoreductase subunit alpha: MMP0003−0.44
UBA/THIF−type NAD/FAD binding protein: MMP1234−0.54

energy conserving hydrogenase A small subunit: MMP1461−0.89
hypothetical protein: MMP1607−0.96
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