Cluster: 0022 mmp; resid: 0.27 0.67 0.50 0.59; r/c: 29/59

.
g N
SE
SE
=10
82 }
o<t [ |
WP
I VW B
Hg o ,", "E‘I’,' IR
33 W A ‘
\/

= Y
mC
ng - ’
93 T

N _|

|

-

upstream meme PSSM #1; e=74

T
\s
1

=

LoURLZ | ZAR
1 1 16

I
20

I
40

upstream meme PSSM #2; e=2e+03

POYRthaesro7

MMP0384

MMRL5
MMP0992  MmaesR0O1 X
MMR1141

eiwmoz
vim#fa00

MMR0628

;l) MMP1428
AMAD184 eheQ

M
MMR1482

69
MP0046

MMPO44

megE
MMIER%1 04

feoB hisD,, RO3
MMR0027  MMPO0141 maes
MMR0901 MMR0214

MMROZEKIR1134 == string

= Operons

I
100

log10(P) upstream meme log10 P.clustg:NA; 29 segs; 25 uni
-0.82 910¢ i eﬂﬁ—u

-0.82
-0.48
-0.36
-0.35
-0.35
-0.35
-0.35
-0.24

-0.07 —————————————===————————hypotheti@@Protein:
—nﬁybdepferm—btesﬁhests—hﬂﬂ

-0.07
-0.03

-0.01
-0.01
-0.01
-0.01
-0.01
NA
NA
NA

hypotheticalsprotein: MMP0384

eirr: NIvIRIE28
siyipe £ A ﬂavoprotem MMP1134
MMP1402

h |ypuu reticat plULcll T

e’fGT_

T |ypuu |cu\.,cu pluLcll - MMP1400

eifr- NG
==Rypothetical protein: MMP0141

ATP/GTP=binding-motif—contaiming-protein: MNMP0901
—Eﬁ-—depehdent—ghehcase* MMP1141

T kA—N-domain protem MMP0027
3OS rlbosomal protem 527ae MMPO0444

------- 8 A > MMP0214
TOBE domaln pmtetﬂ:MMPOGZB
MMP1569

ULII

hy eﬂﬁﬁi—pfe’(eﬂ‘l-m
hlStIdInOl deffyifogenase: MMP0968
hypotheiieal-protein: MMP0992
ferrous-iron-transporter (GTP— blndmg) MMP0630
> MMP1482

XRE-familystranscriptional regulator. MMP0993
hypothetical protein: MMP0046
Mma=sR0O7

——

—

-200 -100 -1



