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Cluster: 0022 mmp; resid: 0.27 0.67 0.50 0.59; r/c: 29/59

x.range

upstream meme PSSM #1; e=74

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16

x.range
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upstream meme PSSM #2; e=2e+03

1 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 7
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MMP0046

MMP1569

MMP0184

MMP1400 moaE

MMP1237MMP1241

ef1BMMP1402

Mma−sR01

Mma−sR03

Mma−sR07

MMP0027 MMP0141

MMP0384

MMP0444MMP0628

feoB

MMP0885
MMP0901

hisD

MMP0992

MMP0993

MMP1134

MMP1141

ehaQ

MMP1482

MMP0214

MMP1428

string
operons −200 −100 −1

Mma−sR01NA
Mma−sR03NA
Mma−sR07NA

hypothetical protein: MMP0046−0.01
XRE family transcriptional regulator: MMP0993−0.01

cobalt transport protein CbiN: MMP1482−0.01
ferrous iron transporter (GTP−binding): MMP0630−0.01

hypothetical protein: MMP0992−0.01
histidinol dehydrogenase: MMP0968−0.02

hypothetical protein: MMP1241−0.03
molybdopterin biosynthesis MoaE: MMP1235−0.07

hypothetical protein: MMP1569−0.07
TOBE domain protein: MMP0628−0.10

nonical purine NTP pyrophosphatase, rdgB/HAM1 family: MMP0214−0.10
30S ribosomal protein S27ae: MMP0444−0.12

TrkA−N domain protein: MMP0027−0.13
hypothetical protein: MMP1237−0.13

ATP/GTP−binding motif−containing protein: MMP0885−0.15
ATP−dependent helicase: MMP1141−0.18

ATP/GTP−binding motif−containing protein: MMP0901−0.21
hypothetical protein: MMP0141−0.24
hypothetical protein: MMP1464−0.35
hypothetical protein: MMP1400−0.35

elongation factor 1−beta: MMP1401−0.35
hypothetical protein: MMP1402−0.35
type A flavoprotein: MMP1134−0.36

hypothetical protein: MMP1428−0.48
hypothetical protein: MMP0384−0.82
hypothetical protein: MMP0184−0.82
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c(0.5, 2.5)

10
 J

an
 1

5 
15

:0
2:

38
 it

er
=

29
99

cM
on

ke
y 

V
er

si
on

 4
.3

.5
 m

m
p


