
20 40 60 80 100

−
6

−
4

−
2

0
2

4

Cluster: 0021 mmp; resid: 0.71 0.37 0.57 0.47; r/c: 25/58

x.range

upstream meme PSSM #1; e=32

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16

x.range

y.
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ng
e

upstream meme PSSM #2; e=7.9e+04

1 2 3 4 5 6 7 8 91 2 3 4 5 6 7 8 91 2 3 4 5 6 7 8 91 2 3 4 5 6 7 8 91 2 3 4 5 6 7 8 91 2 3 4 5 6 7 8 91 2 3 4 5 6 7 8 91 2 3 4 5 6 7 8 91 2 3 4 5 6 7 8 9
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MMP0524
MMP0525

MMP0873MMP1143

thiE
MMP1639

MMP0074

rpl37ae

MMP0346

MMP0358

MMP0769

MMP0974MMP0976 MMP1037MMP1136

MMP1175mch

manB

MMP1476MMP1529

MMP1538

MMP1650

MMP0208

MMP0281

MMP0522
string
operons −200 −100 −1

hypothetical protein: MMP0769−0.00
TPR repeat−containing protein: MMP0873−0.00

thiamine−phosphate pyrophosphorylase: MMP1139−0.00
N(10)−methenyltetrahydromethanopterin cyclohydrolase: MMP1191−0.00

phosphomannomutase: MMP1372−0.00
methyltransferase type 11: MMP1529−0.00

hypothetical protein: MMP0074−0.01
hypothetical protein: MMP1037−0.04

TPR repeat−containing protein: MMP1143−0.04
hypothetical protein: MMP1175−0.04
hypothetical protein: MMP1476−0.04

phosphomethylpyrimidine kinase: MMP1639−0.04
ATPase: MMP0281−0.04

transporter component: MMP1538−0.05
hypothetical protein: MMP0358−0.11
hypothetical protein: MMP0976−0.14
hypothetical protein: MMP0522−0.16

50S ribosomal protein L37Ae: MMP0249−0.20
hypothetical protein: MMP0974−0.25

rubrerythrin: MMP1136−0.34
droxyglutaryl−CoA dehydratase subunit D−like protein: MMP0346−0.41

hypothetical protein: MMP0524−0.52
hypothetical protein: MMP0525−0.52

NifC−like ABC−type porter: MMP1650−1.14
hypothetical protein: MMP0208−1.32

log10(P) upstream meme1 2 log10(P.clust)=NA; 25 seqs; 24 uniq
c(0.5, 2.5)
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