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Cluster: 0019 mmp; resid: 0.63 0.54 0.57 0.43; r/c: 22/58
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MMP0093

MMP0250

psmA

rpl1P

nusG

MMP0442
MMP0878

MMP1253MMP1581

MMP0080

MMP0106ftsA−2

MMP0252

MMP0450

MMP0738

top6B

Sm protein

MMP1535
MMP1584

MMP1101

MMP1115

mobB

string
operons −200 −100 −1

putative RNA−associated protein: MMP0250NA
coenzyme F390 synthetase: MMP0160−0.00
50S ribosomal protein L1P: MMP0260−0.01

ribonuclease P−related protein: MMP0878−0.01
50S ribosomal protein L21e: MMP0093−0.01

hypothetical protein: MMP0252−0.01
hypothetical protein: MMP1253−0.01

proteasome subunit alpha: MMP0251−0.03
elongation factor Tu domain−containing protein: MMP0738−0.06

acetylornithine aminotransferase: MMP1101−0.07
transketolase, N terminal half: MMP1115−0.07

hypothetical protein: MMP0106−0.11
glutamate synthase; large subunit; subunit 1: MMP0080−0.12

ybdopterin−guanine dinucleotide biosynthesis protein: MMP1441−0.13
DNA topoisomerase VI subunit B: MMP0989−0.26

hypothetical protein: MMP0442−0.28
transcription antitermination protein NusG: MMP1434−0.28

small nuclear ribonucleoprotein (Sm protein): MMP1148−0.43
ferredoxin: MMP0450−0.66

hypothetical protein: MMP1535−1.00
putative DNA helicase: MMP1581−1.16

spermidine synthase: MMP1584−1.40
log10(P) upstream meme1 2 log10(P.clust)=NA; 22 seqs; 21 uniq
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