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Cluster: 0016 mmp; resid: 0.33 0.37 0.62 0.64; r/c: 23/57

x.range

upstream meme PSSM #1; e=51

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=64

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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MMP0365

MMP1078

MMP0379

MMP0381

MMP0672

MMP1306

MMP0698

MMP1554

asd

pgk

rpl4lp

moeA

MMP0307

MMP0347

htpX

MMP0406

MMP0412

MMP0558

MMP0929

rpa

MMP1279

MMP1518

MMP1536
string −200 −100 −1

3−isopropylmalate dehydratase, small subunit: MMP0381−0.00
hypothetical protein: MMP0365−0.02
hypothetical protein: MMP1078−0.02

heat shock protein HtpX: MMP0399−0.03
hypothetical protein: MMP0379−0.04

in dependent transport system inner membrane protein: MMP0672−0.04
molybdenum cofactor biosynthesis protein: MMP0201−0.05

hypothetical protein: MMP0558−0.05
phosphoglycerate kinase: MMP1532−0.06

te/molybdate ABC−transporter homolog, ATPase subunit: MMP1518−0.07
putative TIM−barrel protein: MMP0406−0.17

hypothetical protein: MMP1306−0.31
hypothetical protein: MMP1536−0.36
hypothetical protein: MMP0307−0.38
hypothetical protein: MMP1554−0.39
hypothetical protein: MMP0347−0.44

aspartate−semialdehyde dehydrogenase: MMP1391−0.57
hypothetical protein: MMP0698−0.59

MiaB−like tRNA modifying protein: MMP0412−0.64
methyl−accepting chemotaxis sensory transducer: MMP0929−0.96

replication factor A: MMP1032−0.96
50S ribosomal protein L4P: MMP1544−1.85

camphor resistance CrcB protein: MMP1279−3.01
log10(P) upstream meme1 2 log10(P.clust)=NA; 23 seqs; 23 uniq

c(0.5, 2.5)

10
 J

an
 1

5 
15

:0
2:

38
 it

er
=

29
99

cM
on

ke
y 

V
er

si
on

 4
.3

.5
 m

m
p


