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Cluster: 0015 mmp; resid: 0.22 0.39 0.41 0.45; r/c: 22/58
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operons −200 −100 −1

hypothetical protein: MMP07090.00
MIP family channel protein: MMP0963−0.01

homoserine kinase: MMP0295−0.05
MscS mechanosensitive ion channel: MMP0534−0.05

hypothetical protein: MMP0535−0.05
P−type (transporting), HAD superfamily, subfamily IC: MMP0710−0.05

CBS domain−containing protein: MMP0863−0.05
nucleoside−diphosphate kinase: MMP0283−0.10

zinc/iron permease: MMP1173−0.10
MscS mechanosensitive ion channel: MMP1486−0.10

putative membrane pump: MMP0733−0.21
hypothetical protein: MMP0191−0.26

TrkA−N domain protein: MMP0285−0.40
hypothetical protein: MMP0286−0.40
hypothetical protein: MMP0533−0.40

heavy metal translocating P−type ATPase: MMP1165−0.40
hypothetical protein: MMP0181−0.49
membrane protein: MMP0792−0.64

peroxiredoxin: MMP1174−1.00
Pyrrolo−quinoline quinone: MMP0294−1.10

glycosyl transferase, group 1: MMP1293−1.10
hypothetical protein: MMP0813−1.19

log10(P) upstream meme1 2 log10(P.clust)=NA; 22 seqs; 20 uniq
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