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Cluster: 0014 mmp; resid: 0.82 0.65 0.61 0.46; r/c: 33/58

=S —

~

upstream meme PSSM #1; e=34 upstream meme PSSM #2; e=1.2e+04

TTAT

5

tHIHPO.

B2

188
MMR0643

h)!A purF

MMBO113 1015

MMI£112

MMR0037

MMRO837

MMPR1125

hat

MMPAED
MMROSWRO“'\SA

MMRO471 MMD%DZGG

MMPO1gR1p0267

Ros1gNt@P
MMmoé\gMPmW

PlZ]’%M RO776

MMR0655
dsbD

— i
@ Operons

ehbK alg&#HR068E

log10(P) upstream meme
—3.31( ) L

log10(P.clus)=NA, 33 se
||(yput'..|ﬂ'|#l{6\ t

| . - A b
| [ 14 A } 11 | A‘\m L [ / h .“ g‘
VR fle A e el
i Y ‘;\.-f"f"wy YRR AR AL A‘w;,‘i« Q H\ "M‘v‘\'ﬂ %‘?;’},'r\"v//"’“""‘i(i&“,’ H’M
!Wv? M WV;"N,’A\ \ ‘ “‘:‘ﬂi"/i | NW \:'%t /0 v gw;,[l\;f’ ";,\"U/!\/ V’&Q':‘\ /ﬁ ‘)ﬂ" &,’/
I A ¢ 7 AT 1 A 4! % VAN | W Pet
| ~ A / ’%‘M 1 'NJ %l/x\! ; ,‘H, »!i ';/‘
[\ : Al | !

|
I [ I I [
20 40 60 80 100

s: 29 uni

protei

$ho 4
nypotnetcar

+ N
protein.

protem:

il

prote

-1.28 ar gﬁ;ﬂ—t-RNﬁrsyﬁfHetase— MMP1026
-1.05 — — ypothetlcal protein: MMP0189
-1.03 ===—hydrogenase nickel-insertion-preieiHypA: MMP0301
-0.46 otransfer: ] xT: MMP1656
-0.38 : et MiRID2S
-0.28 — ———ribonucteaseH:- NINGESSSD
-0.19 thyftl 'El'eﬁosrne-phosplw : se: MMP0185
-0.18 — thiamine biosynthesis prot: hiC: MMP0187
-0.17 hosphoeribeswyliransferase: NMIVIRII46
-0.17 —_— hmalc tein: MMP0267
-0.17 MarC family integral bran tein: MMP0266
-0.14 - f ; —EH ty: MMP1577
-0.11 diphthamide biesynthesis protein: MMP0188
-0.09 ==hypothetical-protein: MMP0619
-0.06 olyferredo : MMP1624
ein: MVMP0466

olase: MNIROOSBR

tase: MIMIROG8S

O . m

ase-2: MMRODII2

. hase: MIIRO028
-0.01 —— hyputham‘:u proteir: MINIROSSN
-0.01 stpétfami ¥‘- elicase: MBS0
phosphatase: MMP0488

-0.0Imolecular weight phosphotyrosine grotein

-0.0bfuranosylaminobenzene 5| synthase family: MMP0279
-0.00 T MMP1215

phos

— 1 eobyrie-aeid-synthase:

-200

-100

-1



