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Cluster: 0009 mmp; resid: 0.16 0.70 0.69 0.48; r/c: 32/59
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upstream meme PSSM #1; e=2.3
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MMP0184MMP1400

MMP0214

MMP0215

MMP0247

MMP0248
ef1B

MMP1402

MMP0001rpl40e

MMP0222MMP0236

MMP0389

ehbQMMP0562

MMP0592

MMP0912

ehbC

MMP1099

MMP1182

MMP1311

MMP1338

rnhB

MMP1428

secE

ehaR

ehbA

MMP1586

MMP1620

rps27e

tRNA−Trp

feoB

string
operons −200 −100 −1

hypothetical protein: MMP0562NA
ferredoxin: MMP1311NA

hypothetical protein: MMP0222−0.00
ribonuclease HII: MMP1374−0.00

hypothetical protein: MMP1400−0.00
elongation factor 1−beta: MMP1401−0.00

hypothetical protein: MMP1402−0.00
hypothetical protein: MMP1465−0.00

putative monovalent cation/H+ antiporter subunit E: MMP1469−0.00
ferrous iron transporter (GTP−binding): MMP0630−0.00

hypothetical protein: MMP1338−0.01
50S ribosomal protein L40e: MMP0151−0.02

ribosomal biogenesis protein: MMP0247−0.02
DNA−directed RNA polymerase related protein: MMP0248−0.02

amino acid−binding ACT domain protein: MMP0400−0.02
hypothetical protein: MMP0184−0.02

tRNA−Trp: RNA_43−0.02
ferredoxin: MMP0389−0.04

putative monovalent cation/H+ antiporter subunit G: MMP1073−0.09
hypothetical protein: MMP1586−0.10
hypothetical protein: MMP1620−0.10
hypothetical protein: MMP1428−0.13

transport system permease protein: MMP1182−0.14
30S ribosomal protein S27e: MMP1708−0.15

hypothetical protein: MMP0215−0.17
preprotein translocase subunit SecE: MMP1435−0.22

hypothetical protein: MMP0236−0.24
hypothetical protein: MMP0001−0.24

phosphate transporter PhoU: MMP1099−0.38
hypothetical protein: MMP0592−0.66

4−oxalocrotonate tautomerase: MMP0912−1.46
nonical purine NTP pyrophosphatase, rdgB/HAM1 family: MMP0214−2.72
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