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Cluster: 0005 mmp; resid: 0.80 0.44 0.52 0.50; r/c: 25/58
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upstream meme PSSM #1; e=0.75
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MoeA

MMP0075

MMP0191 MMP0192

MMP0446

MMP0459

MMP0481

MMP0486

MMP0502

fmdB transporting

MMP0691

resP

MMP0777

MMP0781
MMP0787

MMP0791 MMP0797

MMP1027
MMP1086

MMP1130

MMP1690

string
operons −200 −100 −1

hypothetical protein: MMP0459−0.00
site−specific recombinase: MMP0766−0.00

ntaining formylmethanofuran dehydrogenase, subunit B: MMP0512−0.01
hypothetical protein: MMP0481−0.01

abortive infection protein: MMP0075−0.02
hypothetical protein: MMP0777−0.02
hypothetical protein: MMP0486−0.03

MarR family transcriptional regulator: MMP0787−0.03
hisA/hisF family protein: MMP1690−0.03

hypothetical protein: MMP0192−0.05
hypothetical protein: MMP1086−0.05
hypothetical protein: MMP0781−0.06

molybdopterin biosynthesis moeA protein: MMP0513−0.07
nitrogen fixation−related protein: MMP0446−0.08

hypothetical protein: MMP0502−0.10
general substrate transporter: MMP0797−0.10

hypothetical protein: MMP1027−0.19
P−type (transporting), HAD superfamily, subfamily IC: MMP0520−0.24

TetR family transcriptional regulator Member: MMP0791−0.28
NifC−like ABC−type porter: MMP0506−0.48

BC transporter periplasmic molybdate−binding protein: MMP0507−0.48
hypothetical protein: MMP1130−0.51
hypothetical protein: MMP0191−0.52

BC transporter periplasmic molybdate−binding protein: MMP0514−1.08
hypothetical protein: MMP0691−1.54

log10(P) upstream meme1 2 log10(P.clust)=NA; 25 seqs; 24 uniq
c(0.5, 2.5)
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