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Cluster: 0290 dvu; resid: 0.33; r/c: 9/373

x.range

upstream meme PSSM #1; e=2.7
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x.range

y.
ra

ng
e

upstream meme PSSM #2; e=40

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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DVU2838

DVU2837

DVU2836

DVU2839

DVU0475

DVU1510

DVU2006

DVU2105

DVU2686

string
operons −200 −100 −1

hypothetical protein: DVU2105−1.43

hypothetical protein: DVU1510−4.26

peptidase, S24 family: DVU2686−4.79

hypothetical protein: DVU2836−5.69

hypothetical protein: DVU2837−5.69

hypothetical protein: DVU2838−5.69

hypothetical protein: DVU2839−5.69

membrane protein, putative, truncation: DVU0475−6.06

hypothetical protein: DVU2006−6.46

log10(P) upstream meme1 2 log10(P.clust)=−5.08; 9 seqs; 6 uniq
c(0.5, 2.5)
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