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Cluster: 0095 mtu; resid: 0.44; r/c: 25/39

x.range

upstream meme PSSM #1; e=0.22

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=160

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11
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pdxH
Rv2606c

Rv1891

Rv1486c

Rv2520c

Rv2729c

Rv1893

Rv1892

Rv2596

Rv2595

ORF04687

Rv1284

Rv1290c

mpt63

Rv2295

Rv0654

Rv0748

Rv0805

Rv1869c

Rv1904

Rv2161c

Rv2182c

Rv3033

Rv3230c

Rv3651

string
operons −200 −100 −1

ORF04687NA
hypothetical protein: Rv1486c0.00
hypothetical protein: Rv1904−0.16
hypothetical protein: Rv1284−0.49
hypothetical protein: Rv3651−0.52
hypothetical protein: Rv2295−0.62
hypothetical protein: Rv3033−0.78

Probable reductase: Rv1869c−0.86
hypothetical protein: Rv2161c−1.93

HYPOTHETICAL OXIDOREDUCTASE: Rv3230c−2.15
hypothetical protein: Rv0748−2.21

RAL MEMBRANE ALANINE VALINE AND LEUCINE RICH PROTEIN: Rv2729c−2.27
B63) (16 kDa IMMUNOPROTECTIVE EXTRACELLULAR PROTEIN): Rv1926c−3.34

hypothetical protein: Rv2596−3.58
hypothetical protein: Rv2595−3.58

hypothetical protein: Rv1290c−3.72
POSSIBLE CONSERVED MEMBRANE PROTEIN: Rv2520c−3.86

hypothetical protein: Rv1893−4.16
hypothetical protein: Rv1891−4.16

PROBABLE MEMBRANE PROTEIN: Rv1892−4.16
1−acylglycerol−3−phosphate O−acyltransferase: Rv2182c−4.47

PROBABLE DIOXYGENASE: Rv0654−4.60
hypothetical protein: Rv0805−9.29

pyridoxamine 5'−phosphate oxidase: Rv2607−13.40
pyridoxine biosynthesis protein: Rv2606c−13.40

log10(P) upstream meme1 2 log10(P.clust)=−3.65; 25 seqs; 22 uniq
c(0.5, 2.5)
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