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Cluster: 0075 mtu; resid: 0.36; r/c: 19/35

x.range

upstream meme PSSM #1; e=0.0014

1 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 17
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upstream meme PSSM #2; e=1.1e+03

1 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 17
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csd
Rv1463

mbtE

mbtF

Rv1466

Rv1465

mbtH

mmpS4

mmpL4

PPE4

Rv0283

mbtB

mbtD

Rv0282

Rv3839

mbtC

Rv1461

PE5

Rv3402c
string
operons −200 −100 −1

ROBABLE CONSERVED ATP−BINDING PROTEIN ABC TRANSPORTER: Rv1463−4.62
PROBABLE CYSTEINE DESULFURASE CSD: Rv1464−4.62

POSSIBLE NITROGEN FIXATION RELATED PROTEIN: Rv1465−4.62
hypothetical protein: Rv1466−4.62
hypothetical protein: Rv1461−4.62
hypothetical protein: Rv0282−5.30

POSSIBLE CONSERVED MEMBRANE PROTEIN: Rv0283−5.30
PE FAMILY PROTEIN: Rv0285−5.30

PPE FAMILY PROTEIN: Rv0286−5.30
PUTATIVE CONSERVED PROTEIN MBTH: Rv2377c−6.99

hypothetical protein: Rv3402c−8.44
ABLE CONSERVED TRANSMEMBRANE TRANSPORT PROTEIN MMPL4: Rv0450c−9.12

PROBABLE CONSERVED MEMBRANE PROTEIN MMPS4: Rv0451c−9.12
POLYKETIDE SYNTHETASE MBTC (POLYKETIDE SYNTHASE): Rv2382c−10.25

OXAZOLINE SYNTHASE MBTB (PHENYLOXAZOLINE SYNTHETASE): Rv2383c−10.25
PEPTIDE SYNTHETASE MBTF (PEPTIDE SYNTHASE): Rv2379c−10.25
PEPTIDE SYNTHETASE MBTE (PEPTIDE SYNTHASE): Rv2380c−10.25

POLYKETIDE SYNTHETASE MBTD (POLYKETIDE SYNTHASE): Rv2381c−10.25
hypothetical protein: Rv3839−10.40

log10(P) upstream meme1 2 log10(P.clust)=−7.35; 19 seqs; 7 uniq
c(0.5, 2.5)

11
 A

pr
 2

7 
11

:2
7:

08
 it

er
=

20
00

cM
on

ke
y 

V
er

si
on

 4
.8

.3
 m

tu


