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Cluster: 0164 mmp; resid: 0.16; r/c: 14/38

x.range

upstream meme PSSM #1; e=53

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13

x.range

y.
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e

upstream meme PSSM #2; e=1.8e+03

1 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 6
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hypothetical protein: MMP1719−4.61

hypothetical protein: MMP0924−4.65

chemotaxis protein CheW: MMP0925−4.65

chemotaxis protein CheB: MMP0926−4.65

Chemotaxis protein CheA: MMP0927−4.65

flagellin: MMP1666−5.97

flagellin: MMP1667−5.97

flagellin: MMP1668−5.97

flagella accessory protein C: MMP1669−5.97

flagella accessory protein D: MMP1670−5.97

flagella accessory protein E: MMP1671−5.97

flagella accessory protein F: MMP1672−5.97

flagella accessory protein G: MMP1673−5.97

flagella accessory protein I: MMP1675−5.97

log10(P) upstream meme1 2 log10(P.clust)=−5.50; 14 seqs; 3 uniq
c(0.5, 2.5)
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