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Cluster: 0163 mmp; resid: 0.42; r/c: 29/39

x.range

upstream meme PSSM #1; e=19

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=380

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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MMP0365MMP0362
MMP1655

MMP0594

MMP0524

MMP1423
MMP0690

MMP0188

MMP0361

MMP0367MMP0366MMP0368

MMP0525

Antisense_18

MMP0379

MMP0424

MMP0454

MMP0665

MMP0784

MMP0794MMP0828

MMP0845

MMP1027

yjlA

MMP1309

MMP1389

MMP1501

MMP1125

MMP0775

string
operons −200 −100 −1

hypothetical protein: MMP0794−0.01
hypothetical protein: MMP0828−0.04
hypothetical protein: MMP1389−0.15
hypothetical protein: MMP0665−0.19

Antisense_18−0.21
hypothetical protein: MMP0424−0.32
hypothetical protein: MMP0775−0.37
hypothetical protein: MMP0845−0.45

lycosyl transferase, family 4:Aldehyde dehydrogenase: MMP1423−0.54
hypothetical protein: MMP1309−0.56
hypothetical protein: MMP0524−0.59
hypothetical protein: MMP0525−0.59
hypothetical protein: MMP0454−0.67
hypothetical protein: MMP0368−1.35
hypothetical protein: MMP1655−2.41
hypothetical protein: MMP1027−2.49
hypothetical protein: MMP0784−3.00

polyferredoxin: MMP0690−3.18
hypothetical protein: MMP0594−3.21
hypothetical protein: MMP1125−3.58
hypothetical protein: MMP0188−4.63
hypothetical protein: MMP1119−6.44
hypothetical protein: MMP0379−6.89
hypothetical protein: MMP1501−9.69
hypothetical protein: MMP0361−11.48
hypothetical protein: MMP0362−11.48
hypothetical protein: MMP0365−11.48
hypothetical protein: MMP0366−11.48
hypothetical protein: MMP0367−11.48

log10(P) upstream meme1 2 log10(P.clust)=−3.76; 29 seqs; 25 uniq
c(0.5, 2.5)

11
 O

ct
 1

1 
16

:1
4:

07
 it

er
=

20
00

cM
on

ke
y 

V
er

si
on

 4
.8

.8
 m

m
p


