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Cluster: 0160 mmp; resid: 0.33; r/c: 22/37

x.range

upstream meme PSSM #1; e=0.87

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=320

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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MMP0040
MMP0038

MMP0039

tfb

MMP0722MMP0721MMP0656

MMP0636

MMP0240

MMP0237

MMP0235
MMP0234

MMP0238

MMP0723

MMP0086

MMP0299
MMP0452

MMP0458

MMP0595

MMP0783

MMP1279

MMP1608

string
operons −200 −100 −1

ferredoxin: MMP0721−0.02
hypothetical protein: MMP0722−0.02
hypothetical protein: MMP0723−0.02
hypothetical protein: MMP0086−0.04
hypothetical protein: MMP0636−0.46
hypothetical protein: MMP0038−1.94
hypothetical protein: MMP0039−1.94

ype II secretion system protein; putative; subunit 1: MMP0040−1.94
transcription initiation factor IIB: MMP0041−1.94

hypothetical protein: MMP0595−1.96
hypothetical protein: MMP1608−2.66

Camphor resistance CrcB protein: MMP1279−2.68
hypothetical protein: MMP0238−2.84
hypothetical protein: MMP0234−2.84
hypothetical protein: MMP0235−2.84
hypothetical protein: MMP0237−2.84
hypothetical protein: MMP0240−2.84
hypothetical protein: MMP0452−3.09
hypothetical protein: MMP0656−3.46
hypothetical protein: MMP0299−3.74
hypothetical protein: MMP0783−4.79
hypothetical protein: MMP0458−6.98

log10(P) upstream meme1 2 log10(P.clust)=−2.36; 22 seqs; 13 uniq
c(0.5, 2.5)
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