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Cluster: 0159 mmp; resid: 0.23; r/c: 16/41

x.range

upstream meme PSSM #1; e=1.2e−09

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=2.4e+03

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 61 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6
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MMP1332
MMP1331

MMP0546
MMP0543

MMP0710

MMP0190

MMP1293

MMP0115

MMP0496

dop

exoA

MMP1164MMP1256

MMP1329
MMP1338

rdxA

string
operons −200 −100 −1

hypothetical protein: MMP0543−0.09

heavy−metal transport ATPase related protein: MMP1164−0.27

exonuclease III: MMP1012−0.79

hypothetical protein: MMP1256−0.89

hypothetical protein: MMP0190−1.40

Glycosyl transferase, group 1: MMP1293−1.68

hypothetical protein: MMP1338−1.95

Chymotrypsin serine protease, family S1: MMP0785−2.09

hypothetical protein: MMP0115−2.17

Glutamate synthase subunit−related: MMP0496−2.18

hypothetical protein: MMP0546−2.22

Nitroreductase family: MMP1553−3.72

cation−transporting ATPase: MMP0710−4.16

hypothetical protein: MMP1331−10.38

endent pyridine nucleotide−disulphide oxidoreductase: MMP1332−10.38

ferredoxin: MMP1329−12.82

log10(P) upstream meme1 2 log10(P.clust)=−3.58; 16 seqs; 15 uniq
c(0.5, 2.5)
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