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Cluster: 0157 mmp; resid: 0.26; r/c: 18/37

x.range

upstream meme PSSM #1; e=210

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=2.4e+03

1 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 6
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MMP0358

MMP0357
MMP0706

comCendA

cbiC

MMP0328

MMP0390

MMP0131

MMP1264 mtaP

MMP1024

MMP0329

MMP1521

MMP0222

MMP1121
MMP1344

ftsz2 string
operons −200 −100 −1

UDP−N−acetylglucosamine 2−epimerase: MMP0357−0.02

hypothetical protein: MMP0358−0.02

MCM family related protein: MMP1024−0.17

metal−dependent phophohydrolase related protein: MMP1121−0.24

hypothetical protein: MMP0222−0.35

D binding site:UDP−glucose/GDP−mannose dehydrogenase: MMP0706−0.41

hypothetical protein: MMP0328−0.66

hypothetical protein: MMP0329−0.66

precorrin−8X methylmutase: MMP0330−0.66

tRNA−splicing endonuclease subunit alpha: MMP1132−1.07

dehydrogenase/(S)−hydroxyglutaric acid dehydrogenase: MMP1133−1.07

hypothetical protein: MMP1344−1.42

hypothetical protein: MMP1521−1.70

ridoxal phosphate−dependent amino acid decarboxylase: MMP0131−4.79

cell division protein FtsZ: MMP1500−5.74

5'−methylthioadenosine phosphorylase: MMP0185−6.47

hypothetical protein: MMP1264−7.03

hypothetical protein: MMP0390−7.64

log10(P) upstream meme log10(P.clust)=−2.23; 18 seqs; 15 uniq
c(0.5, 2.5)
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