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Cluster: 0154 mmp; resid: 0.30; r/c: 24/40

x.range

upstream meme PSSM #1; e=7.2e−13

1 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 7

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=5.2e+03

1 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 7
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yqiX

MMP0712MMP0827MMP0826

MMP0299

MMP0303

MMP0332

MMP0416

MMP0445
MMP0532

MMP0601

MMP0724

MMP0726

MMP0734

MMP0753

MMP0754

MMP0798

MMP0846

MMP0944MMP0972

MMP1276

Unanno_37

Unanno_44

Unanno_58

string −200 −100 −1
hypothetical protein: MMP0532−0.08
hypothetical protein: MMP0601−0.42

Unanno_44−0.50
hypothetical protein: MMP0724−0.69
hypothetical protein: MMP0726−0.88
hypothetical protein: MMP0798−0.89

Unanno_37−1.01
hypothetical protein: MMP1276−1.06
hypothetical protein: MMP0416−1.14

rubredoxin: MMP0303−1.15
hypothetical protein: MMP0944−1.31
hypothetical protein: MMP0332−1.45
hypothetical protein: MMP0299−1.61

amino acid ABC transporter substrate−binding protein: MMP0712−1.61
Unanno_58−1.61

hypothetical protein: MMP0846−1.62
hypothetical protein: MMP0754−1.67
hypothetical protein: MMP0445−2.07
hypothetical protein: MMP0734−2.07

erial extracellular solute−binding protein, family 3: MMP1632−2.07
hypothetical protein: MMP0826−2.69
hypothetical protein: MMP0827−2.69
hypothetical protein: MMP0753−3.01
hypothetical protein: MMP0972−3.76

log10(P) upstream meme1 2 log10(P.clust)=−1.54; 24 seqs; 24 uniq
c(0.5, 2.5)
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