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Cluster: 0152 mmp; resid: 0.25; r/c: 20/38

x.range

upstream meme PSSM #1; e=1.8

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=530

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13
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apt
deoA

MMP1236
MMP1233

MMP1619

Usp

MMP0231

cbiA

cbiJ

gapN

MMP1549
manB

P−loop

MMP0071

MMP0177

MMP0269

MMP0304

MMP1029

MMP1065MMP1580

string −200 −100 −1
hypothetical protein: MMP1065−0.12

Universal stress protein (Usp): MMP0585−0.25
hypothetical protein: MMP0231−0.25
hypothetical protein: MMP0269−0.30

te synthase−related protein synthase−related protein: MMP1580−0.37
Precorrin−6x reductase CbiJ/CobK: MMP0599−0.48

ein:ATP/GTP−binding site motif A (P−loop):AAA ATPase: MMP0676−1.00
DNA primase, small subunit: MMP0071−1.58
AP endonuclease, family 2: MMP1549−1.92

adenine phosphoribosyltransferase: MMP0660−2.18
hypothetical protein: MMP0177−2.22

l region, domain I and II:MoeA C−terminal, domain IV: MMP1619−2.38
Phosphoglucomutase/phosphomannomutase: MMP1372−3.05

hypothetical protein: MMP1029−3.07
N−glycosylase/DNA lyase: MMP0304−3.16
Aldehyde dehydrogenase: MMP1487−3.27
thymidine phosphorylase: MMP0327−4.88

Cobyrinic acid a,c−diamide synthase: MMP1477−4.94
receptor protein:Formate dehydrogenase, subunit FdhD: MMP1233−6.36

hypothetical protein: MMP1236−7.79
log10(P) upstream meme1 2 log10(P.clust)=−2.48; 20 seqs; 20 uniq

c(0.5, 2.5)
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