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Cluster: 0150 mmp; resid: 0.24; r/c: 17/41

x.range

upstream meme PSSM #1; e=510

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=2.1e+03

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11
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MMP1653
MMP1019

pcm

MMP0086

MMP0190
MMP1552

glgA

MMP1282

moaE

MMP1283

MMP1237

MMP1256

MMP1608

Antisense_10

MMP0069

MMP0528

MMP1387

string
operons −200 −100 −1

hypothetical protein: MMP1387−0.09

hypothetical protein: MMP0190−0.13

hypothetical protein: MMP1282−0.38

hypothetical protein: MMP1283−0.38

xylase, 3−octaprenyl−4−hydroxybenzoate carboxy−lyase: MMP1552−1.20

hypothetical protein: MMP1256−1.90

hypothetical protein: MMP0528−1.98

hypothetical protein: MMP1653−2.26

hypothetical protein: MMP1019−2.31

methyltransferase: MMP0069−2.60

tein−L−isoaspartate(D−aspartate) O−methyltransferase: MMP0102−2.92

hypothetical protein: MMP0086−5.41

hypothetical protein: MMP1608−5.52

Antisense_10−6.82

Molybdopterin biosynthesis MoaE: MMP1235−7.09

hypothetical protein: MMP1237−7.09

Glycosyl transferase, group 1: MMP1294−11.01

log10(P) upstream meme1 2 log10(P.clust)=−3.48; 17 seqs; 15 uniq
c(0.5, 2.5)
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