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Cluster: 0146 mmp; resid: 0.42; r/c: 26/40

x.range

upstream meme PSSM #1; e=1.3

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.9e+04

1 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

● ●

MMP0523

MMP0522

napA−2

MMP0863

MMP0520

MMP1124

rtcA

MMP0524

MMP0122

dop

MMP0499

MMP0835

MMP0128

MMP0447

MMP1664

MMP1110

MMP0813

MMP0455

MMP0525

Mma−sR04

modA
MMP0757

MMP1243

Unanno_10

MMP0775MMP1605 string
operons −200 −100 −1

Mma−sR04NA
AIR synthase related protein: MMP1124−0.01

 transporter, periplasmic molybdenum−binding protein: MMP0514−0.02
hypothetical protein: MMP1110−0.02

Unanno_10−0.08
hypothetical protein: MMP1243−0.08
hypothetical protein: MMP0525−0.17
hypothetical protein: MMP0524−0.17
hypothetical protein: MMP0757−0.25
hypothetical protein: MMP0499−0.29
hypothetical protein: MMP0775−0.54
hypothetical protein: MMP0122−0.86
hypothetical protein: MMP0128−1.37

Pyruvate kinase: MMP1605−1.41
hypothetical protein: MMP1664−1.56

nitrogenase related protein: MMP0447−1.66
hypothetical protein: MMP0835−1.70

CBS domain: MMP0863−2.53
Na+/H+ exchanger: MMP0864−2.53
hypothetical protein: MMP0522−2.61

ABC transporter ATP−binding protein: MMP0523−2.61
Chymotrypsin serine protease, family S1: MMP0785−2.84

hypothetical protein: MMP0813−3.32
Probable amino−acid ABC transporter: MMP0455−6.17

cation transport ATPase: MMP0520−7.12
RNA 3'−terminal−phosphate cyclase: MMP0648−8.03

log10(P) upstream meme1 2 log10(P.clust)=−1.92; 26 seqs; 23 uniq
c(0.5, 2.5)
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