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Cluster: 0144 mmp; resid: 0.27; r/c: 19/41

x.range

upstream meme PSSM #1; e=6.3

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.9e+03

1 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 161 6 11 16
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modB

modC

modA

MMP0505

MMP0995
MMP0993

modB

MMP0674MMP0994

MMP0675

MMP0193

MMP0499

MMP1578

MMP0001

MMP0631

and some other nucleotide

MMP0717

MMP1062

MMP1597

string
operons −200 −100 −1

hypothetical protein: MMP0499−0.07
putatuve iron dependent repressor: MMP0631−0.15

hypothetical protein: MMP0717−0.71
tidylyltransferase:Cytidyltransferase−related domain: MMP1578−0.84

hypothetical protein: MMP0193−1.03
hypothetical protein: MMP0994−1.27
hypothetical protein: MMP0993−1.27
hypothetical protein: MMP0995−1.27

molybdenum ABC transporter, permease protein: MMP0206−1.43
Helix−turn−helix DNA binding protein: MMP0674−1.53

hypothetical protein: MMP0675−1.53
Molybdenum transport ATP−binding protein modC: MMP0504−1.64

hypothetical protein: MMP0505−1.64
enum transport system permease protein, modB RELATED: MMP0506−1.64

ybdate−binding periplasmic protein; permease RELATED: MMP0507−1.64
hypothetical protein: MMP1597−1.78

de) binding motif:N−6 Adenine−specific DNA methylase: MMP0685−2.49
hypothetical protein: MMP1062−7.83
hypothetical protein: MMP0001−10.46

log10(P) upstream meme1 2 log10(P.clust)=−2.12; 19 seqs; 13 uniq
c(0.5, 2.5)
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