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Cluster: 0143 mmp; resid: 0.30; r/c: 28/40

x.range

upstream meme PSSM #1; e=2.4e+03

1 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 81 2 3 4 5 6 7 8

x.range

y.
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e

upstream meme PSSM #2; e=4.7e+03

1 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 17
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purL
purQ

MMP1083
hisH

wbpG
purF

purC

leuA

aksA
aksF trpS

pheS
nrpR

MMP0606

MMP0698

leuS

MMP1594

serS

MscMJ

MMP1681

MMP0007

MMP1122

MMP0418

thiC

hpt

MMP1198

Unanno_24

MMP1085

string
operons −200 −100 −1

Phosphoribosylformylglycinamidine synthase I: MMP0178−0.05
Phosphoribosylformylglycinamidine synthase II: MMP0179−0.05

Mechanosensitive (MS) ion channel: MMP0264−0.07
phoribosylaminoimidazole−succinocarboxamide synthase: MMP0540−0.10

putative LPS biosynthesis protein WbpG: MMP1081−0.16
imidazole glycerol phosphate synthase subunit HisH: MMP1082−0.16
imidazole glycerol phosphate synthase subunit HisF: MMP1083−0.16

Carbohydrate kinase, PfkB: MMP0418−0.18
adenine phosphoribosyltransferase: MMP0145−0.19

translation−associated GTPase: MMP1122−0.19
sulfonate/bicarbonate ABC transporter ATPase subunit: MMP1198−0.29

Amidophosphoribosyltransferase: MMP1146−0.33
2−isopropylmalate synthase: MMP1063−0.43

hypothetical protein: MMP1085−0.48
tryptophanyl−tRNA synthetase: MMP1592−0.48

hypothetical protein: MMP1594−0.48
similar to 23S ribosomal RNA methyltransferase: MMP0606−0.53

Transcriptional repressor of nif and glnA operons: MMP0607−0.53
thiamine biosynthesis protein ThiC: MMP0187−0.69
2−oxosuberate synthase, last step: MMP0880−0.90

ranylgeranylglyceryl phosphate synthase−like protein: MMP0007−2.95
phenylalanyl−tRNA synthetase subunit alpha: MMP1496−3.32

leucyl−tRNA synthetase: MMP0697−3.70
hypothetical protein: MMP0698−3.70

trans−homoaconitate synthase: MMP0153−4.02
seryl−tRNA synthetase: MMP0879−4.15

Unanno_24−5.40
hypothetical protein: MMP1681−7.08

log10(P) upstream meme1 2 log10(P.clust)=−1.46; 28 seqs; 22 uniq
c(0.5, 2.5)
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