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Cluster: 0142 mmp; resid: 0.29; r/c: 25/38

x.range

upstream meme PSSM #1; e=960

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=7.3e+03

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13
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MMP0545

MMP0544

moaB

MMP1346
MMP0017

MMP0021

MMP0019

MMP1141
gldA MMP1597

dapE

pyrC

birA

DP1

MMP1062

MMP0120

MMP1236

MMP0113

MMP1264

MMP0324

thyA

MMP1080

MMP1228

string
operons −200 −100 −1

Basic helix−loop−helix dimerization domain bHLH: MMP1346−0.10
hypothetical protein: MMP1062−0.11

excinuclease ABC subunit B: MMP0727−0.13
excinuclease ABC subunit C: MMP0728−0.13

hypothetical protein: MMP0113−0.17
Dihydroorotase: MMP1009−0.18

glycerol dehydrogenase: MMP0225−0.31
MoaA/nifB/pqqE family: MMP0544−0.39

l region, domain I and II:MoeA C−terminal, domain IV: MMP0545−0.39
hypothetical protein: MMP1597−0.42
hypothetical protein: MMP1264−0.53

Glycosyl transferase, group 1: MMP1080−0.84
DNA polymerase II small subunit: MMP0008−1.09

hypothetical protein: MMP1236−1.09
Biotin−−protein ligase: MMP0119−1.10

hypothetical protein: MMP0120−1.10
Lhr−like RNA helicase: MMP1141−2.81

succinyl−diaminopimelate desuccinylase: MMP1398−2.97
hypothetical protein: MMP1228−3.63
hypothetical protein: MMP0021−3.78
hypothetical protein: MMP0324−4.13

thymidylate synthase: MMP0986−4.41
Molybdenum cofactor biosynthesis protein: MMP1485−4.63

hypothetical protein: MMP0019−6.05
hypothetical protein: MMP0017−6.25

log10(P) upstream meme1 2 log10(P.clust)=−1.87; 25 seqs; 22 uniq
c(0.5, 2.5)
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