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Cluster: 0139 mmp; resid: 0.33; r/c: 21/38

x.range

upstream meme PSSM #1; e=17

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9

x.range

y.
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ng
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upstream meme PSSM #2; e=42

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211 6 11
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MMP0358

MMP0357
MMP0356

MMP1328

rpoK

ftsz2

MMP1499

MMP0353

MMP1189

MMP1077

MMP1648

cofH

top6B

MMP1117

MMP1554

serB

MMP1356MMP0579

MMP0152

MMP1610

pcnA

string
operons −200 −100 −1

Proliferating cell nuclear antigen, PCNA: MMP1711−0.24
hypothetical protein: MMP1554−0.46
hypothetical protein: MMP0358−1.13

Cation transporter: MMP0152−1.17
UDP−N−acetylglucosamine 2−epimerase: MMP0357−1.18

Glycosyl transferase, group 1: MMP0356−1.18
cell division protein FtsZ: MMP1500−1.23

hypothetical protein: MMP1648−1.39
hypothetical protein: MMP1499−1.86

DNA topoisomerase VI subunit B: MMP0989−2.22
FO synthase subunit 2: MMP0056−3.18

DP−glucose/GDP−mannose dehydrogenase Related protein: MMP0353−3.73
Phosphoserine phosphatase: MMP0541−4.41

omutase/phosphomannomutase:Calcium− bin ding EF−hand: MMP1077−4.51
hypothetical protein: MMP1610−4.99

Ribose 5−phosphate isomerase: MMP1189−5.12
hypothetical protein: MMP1356−5.33
hypothetical protein: MMP1117−5.80
hypothetical protein: MMP0579−7.81

DNA−directed RNA polymerase, subunit K: MMP1327−9.04
Enolase: MMP1328−9.04

log10(P) upstream meme1 2 log10(P.clust)=−3.57; 21 seqs; 19 uniq
c(0.5, 2.5)
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