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Cluster: 0130 mmp; resid: 0.23; r/c: 14/39

x.range

upstream meme PSSM #1; e=19

1 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 11

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.9e+03

1 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 171 3 5 7 9 11 13 15 17 191 3 5 7 9 11 13 15 17
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rpoA1

rpoB1

rpoA2

rps10p

aEF−1_alpha
rpl7ae

MMP0639

rps28e

aIF−5A

hemL

MMP0034

MMP1658

purA

MMP0223

string
operons −200 −100 −1

30S ribosomal protein S8e: MMP1658−0.16

elongation factor 1−alpha: MMP1370−2.33

30S ribosomal protein S10P: MMP1371−2.33

translation initiation factor IF−5A: MMP0952−2.56

adenylosuccinate synthetase: MMP1432−5.20

hypothetical protein: MMP0223−6.17

glutamate−1−semialdehyde aminotransferase: MMP0224−6.17

hypothetical protein: MMP0034−6.61

DNA−directed RNA polymerase subunit B': MMP1362−7.13

DNA−directed RNA polymerase subunit alpha: MMP1363−7.13

DNA−directed RNA polymerase subunit A'': MMP1364−7.13

LSU ribosomal protein L23E: MMP0639−8.93

30S ribosomal protein S28e: MMP0640−8.93

50S ribosomal protein L7Ae: MMP0641−8.93

log10(P) upstream meme1 2 log10(P.clust)=−5.70; 14 seqs; 8 uniq
c(0.5, 2.5)
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