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Cluster: 0127 mmp; resid: 0.14; r/c: 12/40
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upstream meme PSSM #1; e=150
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resP

string
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Site−specific recombinase: MMP0766−0.02

hypothetical protein: MMP0751−0.17

hypothetical protein: MMP0973−0.84

hypothetical protein: MMP0495−1.07

hypothetical protein: MMP1571−1.83

possible sodium/proton antiporter: MMP0484−1.88

hypothetical protein: MMP0782−2.07

hypothetical protein: MMP0781−2.07

hypothetical protein: MMP0774−2.41

−type iron(III) transport system, permease component: MMP0197−3.08

hypothetical protein: MMP1572−3.31

hypothetical protein: MMP0741−3.77

log10(P) upstream meme1 2 log10(P.clust)=−1.88; 12 seqs; 11 uniq
c(0.5, 2.5)
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