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Cluster: 0114 mmp; resid: 0.23; r/c: 19/40
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upstream meme PSSM #1; e=0.0031
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upstream meme PSSM #2; e=0.15
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Unanno_20

Unanno_25

Unanno_63

string
operons −200 −100 −1

hypothetical protein: MMP1378−0.30
coenzyme F420−reducing hydrogenase subunit beta: MMP0817−0.40

ndent methylenetetrahydromethanopterin dehydrogenase: MMP0372−0.96
coenzyme F420−non−reducing hydrogenase subunit gamma: MMP0822−1.13

coenzyme F420−non−reducing hydrogenase subunit beta: MMP0824−1.26
methylenetetrahydromethanopterin reductase: MMP0058−1.45

ontaining formylmethanofuran dehydrogenase subunit B: MMP1691−3.63
doxin, associated with F420−non−reducing hydrogenase: MMP1692−3.63

F420 non−reducing hydrogenase subunit: MMP1693−3.74
F420−non−reducing hydrogenase subunit alpha: MMP1694−3.74

F420−non−reducing hydrogenase subunit: MMP1695−3.74
F420−non−reducing hydrogenase subunit delta: MMP1696−3.74

heterodisulfide reductase, subunit A: MMP1697−3.74
coenzyme F420−reducing hydrogenase subunit alpha: MMP1382−4.02
coenzyme F420−reducing hydrogenase delta subunit: MMP1383−4.02

coenzyme F420−reducing hydrogenase subunit gamma: MMP1384−4.02
Unanno_63−4.84
Unanno_20−7.36
Unanno_25−7.36

log10(P) upstream meme1 2 log10(P.clust)=−3.32; 19 seqs; 12 uniq
c(0.5, 2.5)
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