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Cluster: 0108 mmp; resid: 0.32; r/c: 22/39

x.range

upstream meme PSSM #1; e=1.2e−11

1 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 7

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=0.083

1 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 2111 6 11 16 211 6 11 16 211 6 11 16 211 6 11 16 211
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MMP0635MMP0634

MMP1162

MMP1156

MMP0988MMP0029

MMP0194

MMP0335

MMP0542

MMP0628

fruB

MMP1486

MMP1660

Unanno_20

Unanno_25

MMP0042

corA

MMP0964

MMP1015

MMP1703

Unanno_18

Unanno_50

string
operons −200 −100 −1

Unanno_18−0.12
/archaeal histone:Histone−fold/TFIID−TAF/NF−Y domain: MMP1015−0.31

hypothetical protein: MMP0634−0.77
putative mechanosensitive ion channel: MMP1486−1.14

H/ACA RNA−protein complex component Gar1: MMP0042−1.32
ABC transporter:ATPase subunit: MMP0635−1.32

hypothetical protein: MMP1660−1.41
hypothetical protein: MMP0029−1.46
hypothetical protein: MMP0335−1.46
hypothetical protein: MMP0542−1.69
hypothetical protein: MMP1703−1.87
hypothetical protein: MMP0194−1.92

coenzyme F420−reducing hydrogenase subunit beta: MMP1385−1.98
probable Molybdenum−pterin binding protein: MMP0628−2.17

RNA methyltransferase related protein: MMP0988−2.17
hypothetical protein: MMP0964−2.17

Unanno_50−2.17
Unanno_20−2.53
Unanno_25−2.53

Flavodoxin:Beta−lactamase−like: MMP1162−2.53
hypothetical protein: MMP1156−2.53

magnesium, nickel and cobalt transport protein: MMP0711−2.83
log10(P) upstream meme log10(P.clust)=−1.74; 22 seqs; 21 uniq

c(0.5, 2.5)
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