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Cluster: 0104 mmp; resid: 0.35; r/c: 30/36

x.range

upstream meme PSSM #1; e=300

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=3.1e+03

1 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 6
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bioB
flpA

MMP1494

MMP0077MMP0909

purDMMP0186

moaB

MMP0214

MMP1264

glutaminyl transferase

cofF

MMP1377

MMP1232

MMP0218

thyA

cbiDMMP1202

dnaB

MMP0379

MMP0019

MMP1027

Unanno_59
Antisense_1

MMP0011

comB

MMP0236

MMP0731

MMP0895

MMP1350

string
operons −200 −100 −1

gamma−F420−2:alpha−L−glutamate ligase: MMP0170−0.04
conserved archaeal fibrillarin homolog: MMP0125−0.07

biotin synthase: MMP0126−0.07
thymidylate synthase: MMP0986−0.20

DNA polymerase family B: MMP0380−0.31
hypothetical protein: MMP1027−0.35

Molybdenum cofactor biosynthesis protein: MMP1485−0.47
hypothetical protein: MMP1377−0.47

C−5 cytosine−specific DNA methylase: MMP0011−0.66
hypothetical protein: MMP0236−0.70

Unanno_59−0.89
hypothetical protein: MMP1264−0.93
hypothetical protein: MMP1202−1.22

cobalt−precorrin−6A synthase: MMP1203−1.22
hypothetical protein: MMP0077−1.31

Phosphoribosylamine−−glycine ligase: MMP0392−1.61
Antisense_1−1.81

hypothetical protein: MMP0218−1.91
hypothetical protein: MMP1350−1.95

nucleotide triphosphatase: MMP0214−2.11
hypothetical protein: MMP0909−2.19
hypothetical protein: MMP1232−2.28

exodeoxyribonuclease VII small subunit: MMP0731−2.57
modification enzyme (glutaminyl transferase) related: MMP1600−2.85

hypothetical protein: MMP0186−2.91
TPR repeat: MMP0895−3.17

2−phosphosulfolactate phosphatase: MMP0161−3.35
hypothetical protein: MMP0379−4.88
hypothetical protein: MMP1494−5.14
hypothetical protein: MMP0019−5.50

log10(P) upstream meme1 2 log10(P.clust)=−1.77; 30 seqs; 28 uniq
c(0.5, 2.5)
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