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Cluster: 0103 mmp; resid: 0.16; r/c: 12/37

x.range

upstream meme PSSM #1; e=0.61

1 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 61 2 3 4 5 6

x.range

y.
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ng
e

upstream meme PSSM #2; e=35

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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rpoD
rpoN

MMP1323

rpoK

MMP1328

rpl12p

string
operons −200 −100 −1

DNA−directed RNA polymerase subunit alpha: MMP1363−1.34

DNA−directed RNA polymerase subunit A'': MMP1364−1.34

50S ribosomal protein L12P: MMP0258−4.67

30S ribosomal protein S13P: MMP1319−4.97

30S ribosomal protein S4: MMP1320−4.97

DNA−directed RNA polymerase, subunit D: MMP1322−4.97

50S ribosomal protein L18e: MMP1323−4.97

50S ribosomal protein L13P: MMP1324−4.97

30S ribosomal protein S9P: MMP1325−4.97

DNA−directed RNA polymerase subunit N: MMP1326−4.97

DNA−directed RNA polymerase, subunit K: MMP1327−6.00

Enolase: MMP1328−6.00

log10(P) upstream meme1 2 log10(P.clust)=−4.51; 12 seqs; 4 uniq
c(0.5, 2.5)
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