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Cluster: 0102 mmp; resid: 0.19; r/c: 17/41

x.range

upstream meme PSSM #1; e=1.6e+04

1 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 131 3 5 7 9 11 13

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=2.2e+04

1 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 111 3 5 7 9 11
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string
operons −200 −100 −1

hypothetical protein: MMP0958−0.09

thioredoxin reductase: MMP0959−0.09

hypothetical protein: MMP1598−0.48

hypothetical protein: MMP0425−1.58

Nitroreductase family: MMP0426−1.58

hypothetical protein: MMP1052−1.59

hypothetical protein: MMP0465−1.67

hypothetical protein: MMP0534−1.90

hypothetical protein: MMP0535−1.90

cysteinyl−tRNA synthetase: MMP1060−2.08

hypothetical protein: MMP0122−2.10

prephenate dehydrogenase: MMP1514−2.16

hypothetical protein: MMP1001−3.52

hypothetical protein: MMP0569−4.03

hypothetical protein: MMP1282−5.56

hypothetical protein: MMP1283−5.56

AIR synthase related protein: MMP1124−5.99

log10(P) upstream meme1 2 log10(P.clust)=−2.46; 17 seqs; 13 uniq
c(0.5, 2.5)
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