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Cluster: 0096 mmp; resid: 0.31; r/c: 27/40

x.range

upstream meme PSSM #1; e=170

1 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 7

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=1.6e+04

1 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 71 2 3 4 5 6 7
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MMP1433

rpl22p

MMP0062
aIF6

MMP0060
rpl37e

aIF2_gamma
rps24e

purM

gatB

ef1B

carB

MMP0317

slyD

MMP0350

pfdB

MMP0370

MMP0075

MMP1113

MMP0668

hsp60

arsA

MMP1260

MMP1646

MMP0657

MMP0242

aroQ

string
operons −200 −100 −1

transketoloase, C terminal half: MMP1113−0.00
hypothetical protein: MMP0668−0.07

phosphoribosylaminoimidazole synthetase: MMP1254−0.08
chorismate mutase: MMP0578−0.09

Prefoldin beta subunit (GimC beta subunit).: MMP0245−0.12
Putative arsenical pump−driving ATPase: MMP0163−0.12
Bacterial transferase hexapeptide repeat: MMP0350−0.26

translation initiation factor IF−2 subunit gamma: MMP1208−0.26
50S ribosomal protein L22P: MMP1403−0.27

hypothetical protein: MMP1646−0.68
hypothetical protein: MMP0370−0.76

Peptidylprolyl isomerase, FKBP−type: MMP0572−0.80
hypothetical protein: MMP0317−0.91
hypothetical protein: MMP0075−1.02
hypothetical protein: MMP0657−1.02
hypothetical protein: MMP1260−1.07

Carbamoyl−phosphate synthase large chain: MMP1013−1.21
aspartyl/glutamyl−tRNA amidotransferase subunit B: MMP0946−1.23

elongation factor 1−beta: MMP1401−1.23
Chaperonin GroEL (thermosome, HSP60 family): MMP1515−1.36

Ribosomal protein L11: MMP1433−1.41
50S ribosomal protein L37e: MMP1147−1.47

hypothetical protein: MMP0242−2.02
Ribosomal LX protein: MMP0060−3.31

translation initiation factor IF−6: MMP0061−3.31
30S ribosomal protein S24e: MMP0443−3.31
50S ribosomal protein L31e: MMP0062−3.31

log10(P) upstream meme1 2 log10(P.clust)=−1.14; 27 seqs; 25 uniq
c(0.5, 2.5)
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