
10 20 30 40 50

−
2

−
1

0
1

2
3

Cluster: 0093 mmp; resid: 0.18; r/c: 15/38

x.range

upstream meme PSSM #1; e=2.2e−21

1 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 131 3 5 7 9 11 13 151 3 5 7 9 11 13

x.range

y.
ra

ng
e

upstream meme PSSM #2; e=0.29

1 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 91 3 5 7 9 111 3 5 7 9
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tRNA−Arg1

tRNA−Glu1

tRNA−Gly2

tRNA−Gly1

tRNA−Ala2

tRNA−Cys1

tRNA−Val1

tRNA−Arg3

tRNA−Ile1

tRNA−Asn1

tRNA−His1
tRNA−Ser3

tRNA−Thr2

tRNA−Ala2

Unanno_41

operons −200 −100 −1
Unanno_41−2.19

tRNA−Cys: RNA_28−4.47

tRNA−Ser: RNA_32−4.66

tRNA−Val: RNA_12−5.75

tRNA−Arg: RNA_10−5.78

tRNA−Glu: RNA_11−5.78

tRNA−Asn: RNA_21−6.13

tRNA−Arg: RNA_15−6.31

tRNA−Thr: RNA_35−7.05

tRNA−Ala: RNA_1−7.18

tRNA−Ala: RNA_4−7.18

tRNA−His: RNA_25−7.77

tRNA−Ile: RNA_18−8.67

tRNA−Gly: RNA_29−8.76

tRNA−Gly: RNA_30−8.76

log10(P) upstream meme1 2 log10(P.clust)=−6.43; 15 seqs; 12 uniq
c(0.5, 2.5)
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